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Annotatsiya. 
Maqsad. Namunalarni sekvenslash natijalari bo yicha OITV-1 populyatsiyasining 

molekulyar-genetik tuzilishi va dori-darmonlarga chidamlilik profilini tavsiflash. 
Materiallar va usullar. 

-darmonlarga chidamlilik mutatsiyalari aniqlandi. 
Natijalar. 02_AG (49,3%) ustunlik 

qildi, undan keyin A6 subtipi (38,7%) va noyob rekombinant shakllar (URF, 12,0%) 

35,1% ida klinik ahamiyatga ega dori-darmonlarga chidamlilik aniqlandi, unda NNIOT 
- K103N). 

Xulosa. 
epidemik jarayonning faol rekombinatsiya bilan barqaror xarakter kasb etga

 
OIV-1; molekulyar epidemiologiya; subtip; CRF02_AG; A6; dori-

 
Abstract. 
Aim. To characterize the molecular-genetic structure of the HIV-1 population and 

the drug-resistance profile based on sequencing results. 
Materials and methods. Data from 150 patients were analyzed, with determination 

of subtype in the pol and int regions and of drug-resistance mutations. 
Results. In the subtype structure by the pol region, CRF02_AG predominated 

(49.3%), followed by subtype A6 (38.7%) and unique recombinant forms (URF, 12.0%). 
The main transmission route was heterosexual contact (72.7%). Clinically significant drug 
resistance was detected in 35.1% of samples, with a predominance of NNRTI mutations 
(most frequently K103N). 

Conclusion. The findings indicate a shift of the predominant subtype toward 
CRF02_AG, an established character of the epidemic process with active recombination, 
and justify accelerating the transition to dolutegravir-based ART regimens. 

Keywords: HIV-1, molecular epidemiology, subtype, CRF02_AG, A6, drug 
resistance, sequencing, Uzbekistan. 
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29 21,6 

-1 
pol 

CRF02_AG - 74 (49,3%). 
A - 58 

URF)  18 

URF_02AG/A
URF_01AE/B URF_A6/C. 

 
- pol 

(n int (n=142). 

  pol, % int, % 

CRF02_AG 74 49,3 56,3 

A6 58 38,7 39,4 

URF_02AG/A6 16 10,7 3,5 

URF_01AE/B 1 0,7 0,7 

URF_A6/C 1 0,7  
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32,8%. 
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   % 

CRF02_AG 74 36 48,6 

A6 58 12 20,7 

URF_02AG/A6 16 5 31,2 
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