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Annotatsiya 
Dolzarbligi. Holatlarni ro yxatga olish va bemorlarni so rovdan o tkazishga 

asoslangan klassik epidemiologik nazorat OIV-infeksiyasi epidemiyasining ichki 
dinamikasi va sirkulyatsiyadagi virus variantlari tuzilishini aks ettirmaydi. OIV genomini 
sekvenslash va filogenetik tahlilni rutin nazorat tizimiga integratsiya qiluvchi molekulyar-
epidemiologik nazorat (MEN) ushbu bo shliqni to ldiradi. 

Maqsad. MEN metodologiyasi va amaliy ahamiyati haqidagi zamonaviy 
tasavvurlarni umumlashtirish hamda uni O zbekiston Respublikasining OIV-infeksiyasiga 
qarshi milliy tizimiga joriy etish yo nalishlarini asoslash. 

Materiallar va usullar. Markaziy Osiyoda OIV-1 molekulyar epidemiologiyasi 
bo yicha adabiyotlarning analitik sharhi o tkazildi; MEN imkoniyatlarini ko rsatish uchun 
pol/int regioni bo yicha subtipni va dori-darmonlarga chidamlilik mutatsiyalarini aniqlash 
bilan 151 namunani sekvenslashning (2025 y.) o z ma lumotlari keltirildi. 

Natijalar. Mintaqadagi epidemiyaning molekulyar landshafti CRF02_AG 
rekombinant shakli va A6 sub-subtipining ustunligi, shuningdek noyob rekombinantlar 
ulushining ortib borishi bilan belgilanadi; o z namunasida CRF02_AG ulushi 49,3%, A6 - 
38,7%, URF - 12,0% ni tashkil etdi. MEN yuqish tarmoqlarini aniqlash, kasalxona ichi 
ognoqlarini tergov qilish, dori-darmonlarga chidamlilikni monitoring qilish va dasturlar 
samaradorligini baholash imkonini beradi. 

Xulosa. Intensiv migratsiya oqimlari zonasida joylashgan O zbekiston uchun MEN 
ni institutsionalizatsiya qilish amaliy zaruriyat bo lib, bu protseduralarni me yoriy 
mustahkamlashni, laboratoriya salohiyatini kuchaytirishni va konfidensiallik tamoyillariga 
rioya qilishni talab qiladi. 

Kalit so zlar: OIV-infeksiyasi; molekulyar-epidemiologik nazorat; filogenetik tahlil; 
yuqish klasterlari; dori-darmonlarga chidamlilik; CRF02_AG; A6 sub-subtipi. 

Abstract 
Background. Classical HIV surveillance based on case registration and patient 

interview does not capture the internal dynamics of the epidemic or the structure of 
circulating viral variants. Molecular-epidemiological surveillance (MES), integrating HIV 
genome sequencing and phylogenetic analysis into routine surveillance, addresses this gap. 

Aim. To summarise current understanding of the methodology and practical value 
of MES and to justify directions for its integration into the national HIV response in the 
Republic of Uzbekistan. 
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Materials and methods. An analytical literature review of HIV-1 molecular 
epidemiology in Central Asia was performed; as an illustration of MES capabilities, own 
sequencing data of 151 samples (2025) were included, with pol/INT subtyping and drug-
resistance mutation analysis. 

Results. The regional molecular landscape is dominated by the recombinant form 
CRF02_AG and sub-subtype A6, with a rising proportion of unique recombinants; in the 
own sample CRF02_AG accounted for 49.3%, A6 - 38.7%, URF - 12.0%. MES enables 
identification of transmission networks, investigation of nosocomial outbreaks, drug-
resistance monitoring and programme evaluation. 

Conclusion. For Uzbekistan, located within intensive migration corridors, 
institutionalisation of MES is a practical necessity requiring regulatory grounding, 
strengthened laboratory capacity and adherence to confidentiality principles. 

Keywords: HIV infection; molecular-epidemiological surveillance; phylogenetic 
analysis; transmission clusters; drug resistance; CRF02_AG; sub-subtype A6. 
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